Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.004 Å; disorder in main residue; R factor = 0.058; wR factor = 0.154; data-to-parameter ratio = 13.9.
Related literature
For the structure of the Schiff-base reactant, see: Shakir et al. (2010) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). riding model approximation, with U(H) set to 1.2-15U(C).
D-HÁ
The amino and hydroxy H-atoms were also placed in calculated positions and their displacement parameters were also similarly tied (N-H 0.88 Å and O-H 0.84 Å) .
One of the tert-butyl groups is disordered over two positions with respect to the methyl units in an 83.4 (6):16.6 (6) ratio; the C-C methyl distances were restrained to 1.50±0.01 Å; the anisotroic displacement parameters of the six methyl C-atoms were restrained to be nearly isotropic. By the use of a SAME instruction, the bonds involving the C12', C13' and C14' were restrained to the same length as those involving the unprimed ones. In addition, the 1,3-related distances were restrained to be equal in both disordered moieties. Figures   Fig. 1 . Anisotropic displacement ellipsoid plot (Barbour, 2001) of C 24 H 33 NO 3 at the 70% probability level; hydrogen atoms are drawn as spheres of arbitrary radius. The disorder in one of the tert-butyl groups is not shown. 
